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In this article published in AJCR0090684, a 
mistake has been found that Figure 6 was 
wrong: The MG-132 concentration should be 1 
μM in Lane 5 and Lane 7 in Figure 6B on page 
441. So, we would like to publish this Erratum 
to reflect this change. The authors express 
regrets for this mistake.
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Figure 6. Decrease in N-myc protein level induced by the combination of ATRA with TNIIIA2 is caused by proteasomal 
degradation. 


